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IMPORTANCE

Is exposure to other infants colonised with 
antibiotic  resistant genes a risk factor for becoming 
colonised on neonatal units in Europe?

OBJECTIVE

To assess the association between neonatal unit-
level colonisation pressure and individual infant-
level acquisition risk of gut colonisation with 
extended-spectrum beta lactamase (ESBL)-
producing bacteria. 

METHODS

● Multicentre study conducted in 24 tertiary neonatal 
units in 8 European countries 

● Repeated cross-sectional colonisation assessments 
collecting stool samples and skin swabs from 
neonates over four surveys with 4-, 7- and 14-day 
intervals, analysed using RT-qPCR-based methods 
between January 2022 and June 2024. 

 

MAIN OUTCOME AND MEASURE: 
Incident infant gut colonisation with ESBL genes (ESBL-
colonised). Bayesian hierarchical logistic regression model 
used to assess the association between colonisation 
pressure and infant colonisation acquisition on the neonatal 
unit.

The NeoIPC project has received funding from the European Union’s 
Horizon 2020 research and innovation programme under grant agreement 
No 965328. The NeoIPC feasibility study is sponsored by Fondazione 
Penta ETS

Key Findings: Hospitalised infants in 
Europe are at greater risk of colonisation 
with antibiotic-resistant genes when 
sharing wards with other colonised infants

RESULTS

Figure 1. A) Number of infants by ESBL colonisation status and prematurity 
status (<32 weeks, orange; or >=32 weeks, blue), and B) Proportion of infants 
by ESBL colonisation status and prematurity status, both plots shown by unit 
and by days since the start of the survey period illustrating the gaps between 

surveys. 

Figure 2. A) Log-odds estimates (mean and 95% credible interval) of model fixed effects of three models. Note: 
proportion of infants colonised at the previous survey was multiplied by 10 prior to the analysis so that coefficients 
represent the effect per 0.1 increase on the original proportional scale. B) Neonatal unit random effects log-odds 
deviations from global intercept (mean and 95% credible interval) of three models. Models were fit on three datasets 
where colonisation pressure was measured from the previous survey 
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